The structure of the title salt, (C 8 H 10 NO) 2 [HgCl 4 ], is isotypic with that of the cuprate(II) and cobaltate(II) analogues. The asymmetric unit contains one 4-acetylanilinium cation and one half of a tetrachloridomercurate(II) anion (point group symmetry m). The Hg-Cl distances are in the range 2.4308 (7)-2.5244 (11) Å and the Cl-Hg-Cl angles in the range of 104.66 (2)-122. 94 (4) , indicating a considerable distortion of the tetrahedral anion. In the crystal, cations are linked by an intermolecular N-HÁ Á ÁO hydrogen-bonding interaction, leading to a C(8) chain motif with the chains extending parallel to the b axis. There is also a -stacking interaction with a centroid-to-centroid distance of 3.735 (2) Å between neighbouring benzene rings along this direction. The anions lie between the chains and interact with the cations through intermolecular N-HÁ Á ÁCl hydrogen bonds, leading to the formation of a three-dimensional network structure.
Related literature
For the structures of the isotypic tetrachloridocuprate(II) and tetrachloridocobaltate(II) analogues, see: Elangovan et al. (2007) and Thairiyaraja et al. (2015) , respectively. Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: coorsdinates taken from an isotypic compound; program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: publCIF (Westrip, 2010 
S1. Synthesis and crystallization
A solution of 4-aminoacetophenone (20 mmol) in 2 ml of HCl and deionized water (10 ml) was added to a 10 ml solution of HgCl 2 (10 mmol). The resulting solution was concentrated and kept unperturbed at ambient temperature for crystallization. Single crystals suitable for X-ray diffraction were obtained within a week.
S2. Refinement
Since the title salt is isotypic with its tetrachloridocobaltate and tetrachloridocuprate analogues, it was refined with the coordinates of the tetrachloridocobaltate salt (Thairiyaraja et al., 2015) as a starting model. The ammonium H atoms were located from a difference Fourier map and were refined with a distance restraint of N-H = 0.89 (2) Å. The methyl H atoms were constrained to an ideal geometry (C-H = 0.96 Å) with U iso (H) = 1.5U eq (C), but were allowed to rotate freely about the C-C bond. The remaining H atoms were positioned geometrically and refined using a riding model approximation with C-H = 0.93 Å and U iso (H) = 1.2U eq (C). At this stage, the maximum residual electron density of 0.77 e Å -3 suggested the presence of a possible atom site at Wyckofff position 4a at a distance of 2.88 Å near atom H5. This electron density was assumed to be the O atom of a water molecule and was refined with isotropic displacement parameters. However, the resultant model had higher reliability factors and a very high isotropic atomic displacement parameter for this O atom. As a consequence, this water O atom was not included in the final model.
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Figure 1
The molecular components of the title salt, showing displacement ellipsoids at the 50% probability level. 
Figure 2
The crystal packing of the title salt viewed along the a axis. Hydrogen bonds are shown as dashed lines; H atoms bound to C were omitted for clarity.
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